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Species Gene Symbol Gene ID GenBank Accession Transcript
Human PSKH2 85481 BC126180 NM 033126
About the gene

Official Symbol PSKH2

Previous Symbol -

Official Full Name | protein serine kinase H2

Synonyms -

Location 8q21.3
Gene Type protein-coding gene
Uniprot ID Q96QS6

Pathway/Library others

On the human kinome tree, a distinct “dark’  pseudokinase, termed PSKH?2, is also most similar to
canonical members of the CAMK1/2 arm of the kinome, where it forms a two - member group of

‘protein serine histone kinases’ . The biology of PSKH2 remains obscure, but it is most closely related
to the Golgi - associated canonical kinase PSKH1, which is a catalytically active member of the Ca2+ -
Gene Summary CAM - dependent protein kinases. Although PSKH1 and PSKH2 share many features in canonical
catalytic residues, they also possess subtle differences when evaluated side - by - side most notably a
validated Golgi - targeting motif that is embedded in the N - terminal region of PSKHI1 that is
conspicuously absent in PSKH2. This makes it unlikely, but theoretically still possible, that putative
noncatalytic functions of PSKH2 might be performed by PSKHI in organisms lacking PSKH2. In




contrast, this pseudokinase - specific region deletion in PSKH2 hints at distinct spatial and membrane
identity - determining roles that are distinct between each of the two proteins, although it is of interest that
the putative SH3 binding motif found in PSKH1 is also conserved in PSKH2, as are putative sites of
myristoylation and palmitoylation at the N - terminal second Gly and third Cys positions, respectively.
Dual acylation of PSKH1 has been shown to be important for Golgi targeting, whilst nonpalmitoylated
PSKHI remains in the ER. PSKH2 suggests interesting features that distinguish it from PSKH1, but which
might also make it a useful model for studying evolutionary and functional constraints that underlie the
conversion between canonical kinase PSKH1 and pseudokinase PSKH2.
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L00031 Control Knockout HEK293T Trizol Lysate 500ul
L00033 GFP Knockout HEK293T Trizol Lysate 500ul
D7166 BeyoRT™ cDNA £ — 44 it i 71 & (RNase H-) 101X
D7168 BeyoRT™ II cDNA % — & il 7| & (RNase H-) 20/100/5007%
D7170 BeyoRT™ II ¢cDNA & i i 7 & (with gDNA Eraser) 20/100/5007%
D7178 BeyoRT™ III cDNA 5 — 5 £ il 71 & 20/100/5007%

BeyoRT™ IIT cDNA & IR & ,

D7180 eyo (with gDIf] A};Z;fe‘f)‘m 20/100/5007%
D7182 BeyoRT™ II1 cDNA S — 4% & Al TRV (5X) 20/100/5007%

BeyoRT™ III cDNA & & TR (5X .
D7185 eyo (with g%NI\L Ezi%jﬁ;ef;ms ) 20/100/5007%
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml

BeyoFast™ SYBR Green gPCR Mix
D7262 4 (X, Low R OX)q 1/5/25ml

BeyoFast™ SYBR Green gPCR Mix
D7265 4 5% ERR OX)q 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/5004%
D7271 BeyoFast™ Probe qPCR Mix (2X) 1/5/25ml
D7272 BeyoFast™ Probe qPCR Mix (2X, Low ROX) 1/5/25ml
D7273 BeyoFast™ Probe qPCR Mix (2X, High ROX) 1/5/25ml
D7277 BeyoFast™ Probe One-Step qRT-PCR Kit 100/5004%
RO011 Beyozol (A RNAHHZ 7)) 100ml
R0O016 Trizol (A RNAHHE 7)) 100ml
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